Adapting a broad 30-color spectral flow cytometry panel into a targeted 12-color
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panel for routine assessment of T-cell biology using conventional flow cytometry

113

& BD

Ali Rezvan!, Moen Sen?, Xiaoshan Shi?, Darci Gorgone Chavez?!, Rodrigo Pestana Lopes?, Stephanie Widmann?, Aaron Tyznik?
IBD Biosciences, Milpitas, CA 95035, °BD Biosciences, San Diego, CA 92130

BD Biosciences

=
[ )
[ ]
Large flow cytometry panels comprising numerous markers and Figure 1: Adapting a broad 30C spectral panel from BD FACSymphony™ A5 SE Cell Analyzer into a T-cell targeted 12C panel for a BD FACSLyric™ Clinical Cell Analyzer
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